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Acyl-enzyine formation
Linkage effect; Calorimetry; Proton uptake; Proton release
(Bolen, D.W. (37) 303)

Adair constant
Hemoglobin; Oxygen equilibrium curve; Least-squares method
(Imai, K. (37) 197)

Hemoglobin; Oxygen binding; Self-assembly; Linkage; Coop-
erativity (Johnson, M.L. (37) 231)

Adair equation
Hemoglobin; Oxygen binding; Triply liganded species (Myers,
D. (37) 323)

Allosteric enzyme
Site-specific amino acid substltuuon (Newell, J.O. (37) 183)

Allosteric equilibrium
Hemoglobin, partially oxidized; Oxygen uptake; Allosteric
model; Methemoglobin (Cordone, L. (37) 171)

Allosteric model
Symmetry; Hemoglobin; Curie’s principle (Debru, C. (37) 15)

Hemoglobin, partially oxidized; Oxygen uptake; Allosteric
equilibrium; Methemoglobin (Cordone, L. (37) 171)

Allosteric protein
Hemoglobin; Oxygen equilibrium; Two-state model (Marden,
M.C. (37) 363)

Allosteric regulation

Cooperativity; Nonlinear kinetics; Glycolytic oscillation; Ca2*
oscillation (Goldbeter, A. (37) 341)

Allosterism

Hemoglobin intermediate; Cryogenics (Perrella, M. (37) 211)

Allostery
Cooperativity; Hemocyanin (Decker, H. (37) 257)

Anion binding
Hemoglobin; Bohr effect; NMR; Histidine residue (Busch,
M.R. (37) 313)

Approximate solution technique
Suicide substrate; Enzyme kinetic model; Enzyme targeting
(Burke, M.A. (37) 81)
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Aspartate transcarbamylase
DSC; Denaturation; Thermodynamics (Burz, D.S. (37) 31)

Binding mechanism
Oxygen affinity; Hemoglobin; Chloride; Diphosphoglycerate
(Fronticelli, C. (37) 141)

Binding model
Ca?* transport; Phosphorylase b; Pseudoequxhbrmm, Coop-
erativity; Steady state (Bucci, E. (37) 61)

Hemoglobin; Ligand binding; Kinetics (Phillipson, P.E. (37)
91)

Solvation; Stn!cture stabilization (Schellman, J.A. (37) 121)

Bohr effect
Hemoglobin; NMR; Histidine residue; Anion binding (Busch,
M.R. (37) 313)

Burst-like characteristics
Cellular oscillation; Morphology; Redox state; Power spec-
trum; Periodogram; Self-modulation (Visser, G. (37) 383)

Calorimetry
Linkage effect; Acyl-enzyme formation; Proton uptake; Proton
release (Bolen, D.W. (37) 303)

Ca®* oscillation
Allosteric regulation; Cooperativity; Nonlinear kinetics; Gly-
colytic oscillation (Goldbeter, A. (37) 341)

Ca’* transport
Phosphorylase b; Pseudoequilibrium; Cooperativity; Binding
model; Steady state (Bucci, E. (37) 61)

D
Myoglobin; Heme, symmetrical; Heme reorientation (Santucci,
R. (37) 251)

Cellular oscillation
Morphology; Redox state; Power spectrum; Penodogram,
Burst-like characteristics; Self-modulation (Visser, G. (37) 383)

Charge effect
Hemoglobin; Ligand binding; Oxygen affinity; Isothlocyanate,
Protein, allosteric (Ippoliti, R. (37) 293)
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Chloride
Oxygen affinity; Hemoglobin; Diphosphoglycerate; Binding
mechanism (Fronticelli, C. (37) 141)

Cold adaptation
Hemoglobin; Thermodynamics; Oxygen binding; Temperature
effect; (Reindeer) (Giardina, B. (37) 281)

Cooperativity
Ca?* transport; Phosphorylase b; Pseudoequilibrium; Binding
model; Steady state (Bucci, E. (37) 61)

Hemoglobin; Oxygen binding; Adair constant; Self-assembly;
Linkage (Johnson, M.L. (37) 231)

Allostery; Hemocyanin (Decker, H. (37) 257)

Hemoglobin; Ligand binding; Subunit interaction (Cl;iancone,
E. (37) 287)

Allosteric regulation; Nonlinear kinetics; Glycolytic oscilla-
tion; Ca®* oscillation (Goldbeter, A. (37) 341)

CpG
Mutation rate; Globin gene; Methylation (Perutz, M.F. (37)
25)

Cryogenics :
Allosterism; Hemoglobin intermediate (Perrella, M. (37) 211)

Curie’s principle
Symmetry; Hemoglobin; Allosteric model (Debru, C. (37) 15)

Denaturation
Aspartate transcarbamylase; DSC; Thermodynamics (Burz,
D.S. (37) 31)

Diphosphoglycerate
Oxygen affinity; Hemoglobin; Chloride; Binding mechanism
(Fronticelli, C. (37) 141)

DSC
Aspartate transcarbamylase; Denaturation; Thermodynamics
(Burz, D.S. (37) 31)

Energy transduction
Macromolecular interaction; Hemoglobin (DiCera, E. (37)
147)

Enzyme activation

Trypsinogen; Trypsin, B-; Enzyme inhibitor; Isoleucyl-L-valine
activating dipeptide, N-a-L-; Thermodynamics; (Bovine pan-
creas) (Coletta, M. (37) 355)

Enzyme inhibitor

Trypsinogen; Trypsin, B-; Enzyme activation; Isoleucyl-L-
valine activating dipeptide, N-a-L-; Thermodynamics; (Bovine
pancreas) (Coletta, M. (37) 355)

Enzyme kinetic model
Suicide substrate; Approximate solution technique; Enzyme
targeting (Burke, M.A. (37) 81)

Enzyme regulation
Phosphofructokinase; Phosphorylation; (Rabbit muscle) (Cai,
G.-Z. (37 97)

Enzyme targeting
Suicide substrate; Enzyme kinetic model; Approximate solu-
tion technique (Burke, M.A. (37) 81)

Equilibrium constant
Hemoglobin A ; Oxygen binding; Optical absorption; Singu-
lar value decomposition (Ownby, D.W. (37) 395)

Free energy
Hemoglobin; Subunit assembly; Ligand binding (Ackers, G.K.
(37 31)

Globin
HPLC; Hemoglobinopathy; (Human) (Masala, B. (37) 225)

Globin gene
CpG; Mutation rate; Methylation (Perutz, M.F. (37) 25)

Glycolytic oscillation
Allosteric regulation; Cooperativity; Nonlinear kinetics; Ca®*
oscillation (Goldbeter, A. (37) 341)

Helix formation
Salt bridge; Side-chain interaction (Fairman, R. (37) 107)

Heme reorientation

* Myoglobin; Heme, symmetrical; CD (Santucci, R. (37) 251)

Heme, symmetrical
Myoglobin; Heme reorientation; CD (Santucci, R. (37) 251)

Hemocyanin
Cooperativity; Allostery (Decker, H. (37) 257)

Hemoglobin
Symmetry; Curie’s principle; Allosteric model (Debru, C. (37)
15) .

Ligand binding; Resonance Raman spectroscopy (Friedman,
M. (37) 43)

Ligand binding; Kinetics; Binding model (Phillipson, P.E. (37)
91)

Oxygen affinity; Chloride; Diphosphoglycerate; Binding mech-
anism (Fronticelh, C. (37) 141)

Energy transduction; Macromolecular interaction (Di Cera, E.
(37) 147)



Adair constant; Oxygen equilibrium curve; Least-squares
method (Imai, X. (37) 197)

Oxygen binding; Adair constant; Self-assembly; Linkage; Co-
operativity (Johnson, M.L. (37) 231)

Oxygenation; Kinetics; Oxygen binding (Ackers, G.K. (37)
265)

Thermodynamics; Oxygen binding; Temperature effect; Cold
adaptation; (Reindeer) (Giardina, B. (37) 281)

Cooperativity; Ligand binding; Subunit interaction (Chian-
cone, E. (37) 287)

Ligand binding; Oxygen affinity; Isothiocyanate; Charge ef-
fect; Protein, allosteric (Ippoliti, R. (37) 293)

Bohr effect; NMR; Histidine residue; Anion binding (Busch,
M.R. (37) 313)

Oxygen binding; Adair equation; Triply liganded species
(Myers, D. (37) 323)

Oxygen equilibrium; Two-state model; Allosteric protein
(Marden, M.C. (37) 363)

Subunit assembly; Ligand binding; Free energy (Ackers, G.K.
(37) 37D

Trimethylphosphine binding; Mixed-metal hybrid (Bondon, A.
(37) 407)

Hemoglobin A,
Oxygen binding; Optical absorption; Equilibrium constant;
Singular value decomposition (Ownby, D.W. (37) 395)

Hemoglobin intermediate
Allosterism; Cryogenics (Perrella, M. (37) 211)

Hemoglobinopathy
HPLC; Globin; (Human) (Masala, B. (37) 225)

Hemoglobin, partially oxidized
Oxygen uptake; Allosteric equilibrium; Allosteric model; Met-
hemoglobin (Cordone, L. (37) 171)

Histidine residue
Hemoglobin; Bohr effect; NMR; Anion binding (Busch, M.R.
(37) 313)

HPLC
Globin; Hemoglobinopathy; (Human) (Masala, B. (37) 225)

Hydration
Tunneling; Proton (Careri, G. (37) 165)
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- Isoleucyl-L-valine activating dipeptide, N-a-L-

Trypsinogen; Trypsin, B-; Enzyme activation; Enzyme inhibi-
tor; Thermodynamics; (Bovine pancreas) (Coletta, M. (37)
355)

Isothiocyanate

‘Hemoglobin; Ligand binding; Oxygen affinity; Charge effect;

Protein, allosteric (Ippoliti, R. (37) 293)

Kineties
Photoacoustic calorimetry; Myoglobin; Ligand dissociation
(Westrick, J.A. (37) 73)

Hemoglobin; Ligand binding; Binding model (Phillipson, P.E.
(37 91)

Hemoglobin; Oxygenation; Oxygen binding (Ackers, G.K. (37)
265) .
Least-squares method

Hemoglobin; Adair constant; Oxygen equilibrium curve (Imai,
K. (37) 197)

Ligand binding
Hemoglobin; Resonance Raman spectroscopy (Friedman, J.M.
(37) 43)

Hemoglobin; Kinetics; Binding model (Phillipson, P.E. (37)
91)

Hemoglobin; Cooperativity; Subunit interaction (Chiancone,
E. (37) 287)

Hemoglobin; Oxygen affinity; Isothiocyanate; Charge effect;
Protein, allosteric (Ippotiti, R. (37) 293)

Hemoglobin; Subunit assembly; Free energy (Ackers, G.K.
(37 3711)

Ligand dissociation
Photoacoustic calorimetry; Myoglobin; Kinetics (Westrick, J.A.
(37 73)

Linkage
Hemoglobin; Oxygen binding; Adair constant; Self-assembly;
Cooperativity (Johnson, M.L. (37) 231)

Linkage effect
Calorimetry; Acyl-enzyme formation; Proton 'uptake; Proton
release (Bolen, D.W. (37) 303)

Macromolecular interaction
Energy transduction; Hemoglobin (Di Cera, E. (37) 147)

Methemoglobin
Hemoglobin, partially oxidized; Oxygen uptake; Allosteric
equilibrium; Allosteric model (Cordone, L. (37) 171)
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Methylation
CpG; Mutation rate; Globin gene (Perutz, M.F. (37) 25)

Mixed-metal hybrid
Trimethylphosphine binding; Hemoglobin (Bondon, A. (37)
407)

Morphelogy

Cellular oscillation; Redox state; Power spectrum; Periodo-
gram; Burst-like characteristics; Self-modulation (Visser, G.
(37) 383)

Mutation rate
CpG; Globin gene; Methylation (Perutz, M.F. (37) 25)

Myoglobin
Photoacoustic calorimetry; Ligand dissociation; Kinetics
(Westrick, J.A. (37) 73)

Heme, symmetrical; Heme reorientation; CD (Santucci, R.
(37) 251)

NMR
Hemoglobin; Bohr effect; Histidine residue; Anion binding
(Busch, M.R. (37) 313)

Nonlinear kinetics
Allosteric regulation; Cooperativity; Glycolytic oscillation;
Ca?* oscillation (Goldbeter, A. (37) 341)

Optical absorption
Hemoglobin A,; Oxygen binding; Equilibrium constant; Sin-
gular value decom_position (Ownby, D.W. (37) 395)

Oxygen affinity
Hemoglobin; Chloride; anhosphoglyccrate Binding mecha—
nism (Fronticelli, C. (37) 141)

Hemoglobin; Ligand binding; Isothiocyanate; Charge effect;
Protein, allosteric (Ippoliti, R. (37) 293)

Oxygenation
Hemoglobin; Kinetics; Oxygen binding (Ackers, G.K. (37)
265)

Oxygen binding
Hemoglobin; Adair constant; Self-assembly; Linkage; Cooper-
ativity (Johnson, M.L. 37) 2?1)

Hemoglobin; Oxygenation; Kinetics (Acker.s, GXK. (37 265)

Hemoglobin; Thermodynamics; Temperature §ffect; Cold
adaptation; (Reindeer) (Giardina, B. (37) 281)

Hemoglobin; Adair equation; Triply liganded species (Myers,
D. (37) 323),

Hemoglobin A,; Optical absorption; Equilibrium constant;
Singular value decomposition (Ownby, D.W. (37) 395)

Oxygen equilibrium
Hemoglobin; Two-state model; Allosteric protein (Marden,
M.C. (37) 363)

Oxygen equilibrium curve
Hemoglobin; Adair constant; Least-squares method (Imai, K.
(37) 197)

Oxygen uptake
Hemoglobin, partially oxidized; Allosteric equilibrium; Allo-
steric model; Methemoglobin (Cordone, L. (37) 171)

Periodogram

Cellular oscillation; Morphology; Redox state; Power spec-
trum; Burst-like characteristics; Self-modulation (Visser, G.
(37) 383)

Enzyme regulation; Phosphorylation; (Rabbit muscle) (Cai,
G.-Z. (37) 97)

Phosphorylase &
Ca?* (ransport; Pseudoequilibrivmm; Cooperativity; Binding
model; Steady state (Bucci, E. (37) 61)

Phosphorylation
Enzyme regulation; Phosphofructokinase; (Rabbit muscle)
(Cai, G.-Z. (37) 97)

Photoacoustic calorimetry
Myoglobin; Ligand dissociation; Kinetics (Westrick, J.A. (37)
73)

Power spectrum
Cellular oscillation; Morphology; Redox state; Periodogram;
Burst-like characteristics; Self-modulation (Visser, G. (37) 383)

Protein, allosteric
Hemoglobin; Ligand binding; Oxygen affinity; Isothiocyanate;
Charge effect (Ippoliti, R. (37) 293)

Protein, NuA

Transcription cycle; RNA polymerase interaction; Thermody-
namics; Sigma factor; Transcnptxon regulation (Gill, S.C. (37)
239)

Proton

Tunneling; Hydration (Careri, G. (37) 165)
Proton release
Linkage effect; Calorimetry; Acyl-enzyme formation; Proton
uptake (Bolen, D.W. (37)-303)":



Proton uptake
Linkage effect; Calorimetry; Acyl-enzyme formation; Proton
release (Bolen, D.W. (37) 303)

Pseudoequilibrium
Ca?* transport; Phosphorylase b; Cooperativity; Binding
model; Steady state (Bucci, E. (37) 61)

Redox state

Cellular oscillation; Morphology; Power spectrum; Periodo-
gram; Burst-like characteristics; Self-modulation (Visser, G.
(37) 383)

Resonance Raman spectroscopy
Ligand binding; Hemoglobin (Friedman, J.M. (37) 43)

RNA polymerase interaction
Transcription cycle; Thermodynamics; Sigma factor; Protein,
NuA; Transcription regulation (Gill, §.C. (37) 239)

Salt bridge
Helix formation; Side-chain interaction (Fairman, R. (37) 107)

Self-assembly
Hemoglobin; Oxygen binding; Adair constant; Linkage; Co-
operativity (Johnson, M.L. (37) 231)

Self-modulation

Cellular oscillation; Morphology; Redox state; Power spec-
trum; Periodogram; Burst-like characteristics (Visser, G. (37)
383)

Side-chain interaction
Helix formation; Salt bridge (Fairman, R. (37) 107)

Sigma factor

Transcription cycle; RNA polymerase interaction; Thermody-
namics; Protein, NuA; Transcription regulation (Gill, S.C. (37)
239)

Singular value decomposition
Hemoglobin Ay; Oxygen binding; Optical absorption; Equi-
librium constant (Ownby, D.W. (37) 395)

Site-specific amino acid substitution
Allosteric enzyme (Newell, J.O. (37) 183)

Solvation
Binding model; Structure stabilization (Schellman, J.A. (37)
121)

Steady state
Ca®* transport; Phosphorylase b; Pseudoequilibrium; Coop-
erativity; Binding model (Bucci, E. (37) 61)

Structure stabilization
Solvation; Binding model (Schellman, J.A. (37) 121)

Subunit assembly
Hemoglobin; Ligand binding; Free energy (Ackers, G.K. (37)
Iy
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Subunit interaction
Hemoglobin; Cooperativity; Ligand binding (Chiancone, E.
(37 287

Suicide substrate
Enzyme kinetic model; Approximate solution technique; En-
zyme targeting (Burke, M.A. (37) 81)

Symmetry
Hemoglobin; Curie’s principle; Allosteric model (Debru, C.
(3715

Temperature effect
Hemoglobin; Thermodynamics; Oxygen binding; Cold adapta-
tion; (Reindeer) (Giardina, B. (37) 281)

Thermodynamics
Aspartate transcarbamylase; DSC; Denaturation (Burz, D.S.
(37) 31)

Transcription cycle; RNA polymerase interaction; Sigma fac-
tor; Protein, NuA; Transcription regulation (Gill, S.C. (37)
239)

Hemoglobin; Oxygen binding; Temperature effect; Cold adap-
tation; (Reindeer) (Giardina, B. (37) 281)

Trypsinogen; Trypsin, B-; Enzyme activation; Enzyme inhibi-
tor; Isoleucyl-L-valine activating dipeptide, N-a-L-; (Bovine
pancreas) (Coletta, M. (37) 355)

Transcription cycle

RNA polymerase interaction; Thermodynamics; Sigma factor;
Protein, NuA; Transcription regulation (Gill, S.C. (37) 239)

‘Transcription regulation
Transcription cycle; RNA polymerase interaction; Thermody-
namics; Sigma factor; Protein, NuA (Gill, 8.C. (37) 239)

Trimethylphosphine binding
Mixed-metal hybrid; Hemoglobin (Bondon, A. (37) 407)

Triply liganded species
Hemoglobin; Oxygen binding; Adair equation (Myers, D. (37)
323)

Trypsin, 8-

Trypsinogen; Enzyme activation; Enzyme inhibitor; Isoleucyl-
L-valine activating dipeptide, N-a-L-; Thermodynamics;
(Bovine pancreas) (Coletta, M. (37) 355)

Trypsinogen

Trypsin, 8-; Enzyme activation; Enzyme inhibitor; Isoleucyl-
L-valine activating dipeptide, N-a-1-; Thermodynamics;
(Bovine pancreas) (Coletta, M. (37) 355)

Tunneling
Proton; Hydration (Careri, G. (37) 165)

Two-state model
Hemoglobin; Oxygen equilibrium; Allosteric protein (Marden,
M.C. (37) 363)



