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Acyi-enzyKte fomlatha 
Linkage effect; Calorimetry; Proton uptake; Proton release 

(Bolen, D.W. (37) 303) 

Asiwtate trawarbamylase 
DSC; Denaturation; Thermodynamics (Bmz, D.S. (37) 31) 

Adair con&ant 
Hemoglobin; Oxygen equilibrium curve; Least-squares method 
(Imai, K. (37) 197) 

Binding mechanism 
Oxygen affinity; Hemoglobin; Chloride; Diphosphoglycerate 
(Fronticelli, C. (37) 141) 

Hemoglobin; Oxygen binding; Self-assembly; Linkage; Coop- 
erativity (Johnson, M.L. (37) 231) 

Sii nlodei 

Ca’+ transport; Phosphorylase b; Pseudoequilibrium; Coop- 

erativity; Steady state (Bucci, E. (37) 61) 

Adair equation 
Hemoglobin; Oxygen binding; Triply liganded species (Myers, 

D. (37) 323) 

Hemoglobin; Ligand binding; Kinetics (Phillipson, P.E. (37) 

91) 

Aiiosteric enzyme 

Site-specific amino acid substitution (Newell, J.O. (37) 183) 

Soivation; Structure stabilization (Schelhnan, J.A. (37) 121) 

Bohr effect 

Aiiosteric equiiibrim 
Hemoglobin, partially oxidized; Oxygen uptake; Aliosteric 

model; Methemoglobin (Cordone, L. (37) 171) 

Hemoglobin; NMR; Histidine residue; Anion binding (Busch, 
M.R. (37) 313) 

Aiiosterfc model 
Symmetry; Hemoglobin; Curie’s principle (Debru, C. (37) 15) 

Burst-like characteristics 
Cellular oscillation; Morphology: Redox state; Power spec- 
trum; Periodogram; Self-modulation (Visser, G. (37) 383) 

Hemoglobin, partially oxidized; Oxygen uptake; Allosteric 
equilibrium; Methemoglobin (Cordone, L. (37) 171) 

Aiiosteric protein 
Hemoglobin: Oxygen equilibrium; Two-state model (Marden, 
M.C. (37) 363) 

Aiimteric regulation 
Cooperativity; Nonlinear kinetics; Glycolytic oscillation; Ca*+ 

oscillation (Goldbeter, A. (37) 341) 
I 

Aiiosterism 
Hemoglobin intermediate; Cryogenics (Perrella, M. (37) 211) 

Gli0riMil-y 

Linkage effect; Acyl-enzyme formation; Proton uptake; Proton 
release (Bolen, D.W. (37) 303) 

c2+ esciiiatiotl 
Allosteric regulation; Cooperativity; Nonlinear kinetics; Giy- 

colytic oscillation (Goldbeter, A. (37) 341) 

Ca*+ tnlnspoll 
Phosphorylase b; Pseudoequilibrium; Cooperativity; Binding 

model; Steady state (Bucci, E. (37) 61) 

CD 

Aiio&Xy 
Cooperativity; Hemocyanin (Decker, H. (37) 257) 

Myoglobin; Heme, symmetrical, Heme reorientation (Santucci, 
R. (37) 251) 

Anion binding Ceiiuiar osciiiation 

Hemoglobin; Bohr effect; NMR, Histidine residue (Busch, Morphology: Redox state; Power spectrum; Per&dogram; 

M.R. (37) 313) Burst-like characteristics; Self-modulation (Visser, G. (37) 383) 

Approximate soiution teshnique 
Suicide substrate; Enzyme kinetic model; Enzyme targeting 
(Burke, M.A. (37) 81) 

Charge effect 
Hemoglobin; L&and binding; 0xyge.n affinity; Isothiccyanate; 
Protein, allosteric (Ippoliti, R. (37) 293) 
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Cbb_Ui& 

Oxygen affinity; Hemoglobin; Diphosphoglycerate; Binding 

mechanism (Fronticelh, C. (37) 141) 

Cold adaptation 
Hemoglobin; Thermodynamics; Oxygen binding; Temperature 
effect; (Reindeer) (Giardina, B. (37) 281) 

cooperativity 

Ca’+ transport; Phosphorylase b; Pseudoequihbrium; Binding 
model; Steady state (Bucci, E. (37) 61) 

Hemoglobin; Oxygen binding; Adair constant; Self-assembly; 

Linkage (Johnson, M.L. (37) 231) 

Allostery; Hemocyanin (Decker, H. (37) 257) 

Hemoglobin; Ligand binding; Subunit interaction (Chiancone, 

E. (37) 287) 

Allostcric regulation; Nonlinear kinetics; Glycolytic oscilla- 
tion; Ca2+ oscillation (Goldbeter, A. (37) 341) 

CPG 
Mutation rate; Globin gene; Methylation (Pcrutx, M.F. (37) 

25) 

Allosterism; Hemoglobin intermediate (Perrella, M. (37) 211) 

Curie’s principle 
Symmetry; Hemoglobin; Allosteric model (Debru, C. (37) 15) 

Derlaturation 

Aspartate transcarbamylase; DSC; Thermodynamics (Buns, 

D.S. (37) 31) 

Diphospboglycerate 
Oxygen affinity; Hemoglobin; Chloride; Binding mechanism 
(Fronticelli, C. (37) 141) 

DSC 
Aspartate transcarbamylase; Denaturation; Thermodynamics 

(Burr, D.S. (37) 31) 

Energy trsnsduction 
Macromolecular interaction; Hemoglobin (DiCera, E. (37) 

147) 

Enayrna activation 
Trypsinogen; Trypsin, b-s-; Enzyme inhibitor; Isoleucyl-r-valine 
activating dipeptide, N-U-L-; Thermodynamics; (Bovine pan- 
creas) (Coletta, M (37) 355) 

Enzyme inhibitor 

Trypsinogen; Trypsin, /3-; Enzyme activation; Isoleucyl-L- 
valine activating dipeptide, N-~-L-; Themmdynamics; (Bovine 

pancreas) (Coletta, M. (37) 355) 

Enzyme kinetic model 
Suicide substrate; Approximate 

targeting (Burke, M.A. (37) 81) 

Fduyrne refjulation 

solution technique; Enzyme 

Phosphofructokinase; Phosphorylation; (Rabbit muscle) (Cai, 
G.-Z. (37) 97) 

Suicide substrate; Enzyme kinetic model; Approximate solu- 

tion technique (Burke, M.A. (37) 81) 

Equilibrfum constant 
Hemoglobin A,; Oxygen binding; Optical absorption; Sii- 

lar value decomposition (Ownby, D.W. (37) 395) 

Free energy 
Hemoglobin, Subunit assembly; Ligand binding (Ackers, G.K. 

(37) 371) 

GlObhI 

HPLC; Hemoglobinopathy; (Human) (Maaala, B. (37) 225) 

Globin gene 
CpG; Mutation rate; Methylation (Perutz, M.F. (37) 25) 

clycolytic oscillation 

Allosteric regulation; Cooperativity; Nonlinear kinetics; Ca*+ 

oscillation (Goldbeter, A. (37) 341) 

Helix form&m 
Salt bridge; Side-chain interaction (Fairman, R (37) 107) 

Heme reorientation 
Myoglobin; Heme, symmetrical; CD (Santucci, R. (37) 251) 

Heme, symmetrical 
Myoglobin; ,Heme reorientation; CD (Santucci, R. (37) 251) 

Hemocyanin 

Cooperativity; Allostexy (Decker, H. (37) 257) 

Hemoglobin 
Symmetry; Curie’s principle; Allosteric model (Debru, C. (31) 

15) 

Ligand binding; Resonance Raman spectroscopy (Friedman, 
J.M. (37) 43) 

L&and binding; Kinetics; Binding model (Phillipson, P.E. (37) 

91) 

Oxygen affinity; Chloride; Diphosphoglycerate; Binding mech- 
anism (Fronticelh, C. (37) 141) 

Energy transduction; Macromolecular interaction (Di Cera, E. 
(37) 147) 
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Adair constant; Oxygen equilibrium curve; Least-squares 
method (Imai, K. (37) 197) 

Isoieueyl-L-vaiii activat@ dipeptlde, N-a-L- 
Trypsinogen; Trypsin, &; Enzyme activation; Enzyme inhibi- 
tor; Thermodynamics; (Bovine pancreas) (Coletta, M. (37) 

Oxygen binding; Adair constant; Self-assembly; Linkage; Co 
operativity (Johnson, M.L. (37) 231) 

Oxygenation; Kinetics; Oxygen binding (Ackers, G.K. (37) 
265) 

355) 

Iaothiowanate 
Hemoglobin; Ligand biding; Oxygen affinity; Charge effect; 
Protein, allostetic (Ippoiiti, R. (37) 293) 

Thermodynamics; Oxygen biding; Temperature effect; Cold 
adaptation; (Reindeer) (Giardina, B. (37) 281) 

Kinetiea 
Photoacoustic calorimetry; Myoglobin; Ligand dissociation 
(Westrick, J.A. (37) 73) 

Gqerarivity; Ligand binding; Subunit interaction (Chian- 
cone, E. (37) 287) Hemoglobin; Ligand binding; Binding model (Phillipson, P.E. 

(37) 91) 

Ligand binding; Oxygen affinity; Isothiooyanate; Charge ef- 
fect: Protein, allosteric (Ippoliti, R. (37) 293) Hemoglobin; Oxygenation; Oxygen binding (Ackers, G.K. (37) 

265) 

Bohr effect; NMR, Hi&dine residue; Anion binding (Busch, 
M.R. (37) 313) Leas+sqluves matbed 

Hemoglobin; Adair constant; Oxygen equilibrium curve (Imai, 

Oxygen binding; Adair equation; Ttiply liganded species 
(Myers, D. (37) 323) 

K. (37j 197) 

fiBpadbhu@ 

.- - 

Oxygen equilibrium; Two-state model; Allosteric protein 
(Marden, MC. (37) 363) 

Hemoglobin; Resonance Ratnan spectroscopy (Friedman, J.M. 
(37) 43) 

Subunit assembly; Ligand binding; Free energy (Ackers, G.K. 
(37) 371) 

Trimethylphosphine binding; Mixed-metal hybrid (Bondon, A. 
(37) 407) 

H- Ao 
Oxygen binding; Optical absorption; Equilibrium constant; 
Sigular value decomposition (Chvnby, D.W. (37) 395) 

Hemogld~&intemwt& 
Aliosterism; Cryogenics (Perrella, M. (37) 211) 

HPLC; Globin; (Human) (Masala, B. (37) 225) 

Hemc+bh, prtially oxidized 
Oxygen uptake; ABosteric equilibrium; ABosteric model; Met- 
hemoglobin (Cordone, L. (37) 171) 

-residue 
HemogJobin; Bohr effect; NMR, Anion binding (Busch, M.R. 
(37) 313) 

HPIE 
Globin; Hemoglobinopathy; (Human) (MasaIa, B. (37) 225) 

HrQrtim 
Ttmnel.ing; Proton (Careri, G. (37) 165) 

Hemoglobin; Kinetics; Binding model (Phillipson, P.E. (37) 
91) 

Hemoglobin; Cooporativity; Subunit interaction (Chiancone, 
E. (37) 287) 

Hemoglobin; Oxygen affinity; Isothiocyanate; Charge effect; 
Protein, ailosteric (IppoLiti, R. (37) 293) 

Hemoglobin; Subunit assembly; Free energy (Ackers, G.K. 
(37) 371) 

I&andrlis3u&tiun 
Photoacoustic calorimetry; Myoglobin; Kinetics (Westrick, J.A. 
(37) 73) 

Hemoglobin; Oxygen binding; Adair constant; Self-assembly; 
Cooperativity (Johnson, M.L. (37) 231) 

Calorimetry; Acyl-enzyme formation; Proton ‘uptake; Proton 
release (Bolen, D.W. (37) 303) 

Mpaomdeeular intenctioa 
Energy transduction; Hemoglobin (Di Cera E. (37) 147) 

Hemoglobin, partially oxidized; Gxygen uptake; Alhwteric 
equilibrium; Allosteric model (Cordone, L. (37) 171) 



420 

Methylation 
CpG; Mutation rate; Globin gene (Peruta, M.F. (37) 25) 

Mixed-metal hybrid 
Trimethylphosphine binding; Hemoglobin (Bondon, A. (37) 

407) 

Morpbdogy 
Cellular oscillation; Redox state; Power spectrum; Periodo- 
gram; Burst-like characteristics; Self-modulation (Visser, G. 
(37) 383) 

Mutatlun rate 
CpG; Globin gene: Methylation (Petutz, M.F. (37) 25) 

Photoacoustic calorimetry; L&and dissociation; Kinetics 
(Westrick, J.A. (37) 73) 

Heme, symmetrical; Heme reorientation; CD (Santucci, R. 
(37) 251) 

NMR 
Hemoglobin, Bohr effect; Hi&line residue; Anion binding 
(Busch, MR. (37) 313) 

Nonlinear ldnctics 

Allosteric regulation; Cooperativity; Glycolytic oscillation; 
Ca’+ oscillation (Goldbeter, A. (37) 341) 

Hemoglobin A,; Oxygen binding; Equilibrium constant; Sin- 
gular value decomposition (Ownby, D.W. (37) 395) 

Oxygen afflnlty 
Hemoglobin; Chloride; Diphosphoglycerate; Binding mecha- 
nism (Fronticelli, C. (37) 141) ’ 

Hemoglobin; Ligand binding; Isothiocyanate: Charge effect; 
Protein, allosteric (Ippoliti, R. (37) 293) 

oxygenatiott 
Htmoglobin; Kinetics; Oxygen binding (Ackers, G.K. (37) 
265) 

, 
mysen binding 
Hemoglobin, Adair constant; Self-assembly; Linkage; Coopcr- 
ativity,(John+, ML. (37) 2?1) 

Hemoglobin; Oxygenation; Kinetics (Ackers, G.K. (37) 265) 

Hemoglobin; Thermcdynamic~; Temperature effect; Cold 
adaptation; (Reindeer) (Giardina, B. (37) 281) 

Hemoglobin, Adair equation; Triply ligand+f speciea (Myers, 
D. (37) 323) 

Hemoglobin As; Optical absorption; Equihbrium constant; 
Singular value decomposition (Ownby, D.W. (37) 395) 

oxygen WMm 
Hemoglobin; Two-state model; Allosteric protein (Marden, 
MC. (37) 363) 

Oxygen cquilibriutn ewe 
Hemoglobin; Adair constant; Least-squares method (Imai, K. 
(37) 197) 

Hemoglobin, partially oxidized; Allosteric equilibrium; Allo- 
steric model; Methemoglobin (Cordone, L. (37) 171) 

Periodosram 
Cellular oscillation; Morphology; Redox state; Power spcu 
trum; Burst-like characteristics; Self-modulation (Visser, G. 

(37) 383) 

w- 
Enzyme regulation: Phosphorylation; (Rabbit muscle) (Cai, 
G.-Z. (37) 97) 

Phqhorylase 6 
Ca2+ transport; Pseudoequilibtium; Cwperativity; Binding 
model: Steady state (Bucci, E. (37) 61) 

Phoaphorylatlon 
Enzyme regulation; Phosphofructokinase; (Rabbit muscle) 
(Cai, G.-Z. (37) 97) 

photoocoustic calorilnctry 
Myoglobm; Lid dissociation; Kinetics (Westrick, J.A. (37) 
73) 

Power q?cbum 
Cellular oscillation; Morphology; Redox state; Periodogram; 
Burst-like characteristics; Self-modulation (Visser, G. (37) 383) 

protein, alloaterlc 
Hemoglobin; Ligand binding; Oxygen affinity; Isothiocyanate; 
Charge effect (Ippoliti, R. (37) 293) 

Proteii NuA 
Transcription cycle; RNA polymerase interaction; Tberrmnly- 
namics; Sigma factor; TranscripJion regulation (Gill, S.C. (37) 

239) 

Proton 
Tunneling; Hydration (Careti, G. (37) 165) 

‘-7 ._. 1 s AS , 
Proton release 
Liiage effect; Calorimetry; Acyl-enzyme formation; Proton 
uptake (Bolen, D.W. (37,),303)‘. 
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Proton uptake 
Linkage effect; Calorimetry; Acyl-enayme formation: Proton 
release (Bolen, D.W. (37) 303) 

I%eu&quRlbrhtm 
Ca’+ transport; Phosphorylase b; Cooperativity; Binding 
model; Steady state (Bucci, E. (37) 61) 

Redox state 
Cellular oscillation; Morphology; Power spectrum; Periods 
gram; Burst-like characteristics; Self-modulation (Visser, G. 
(37) 383) 

RmcmanceRatnanspe~trosropy 
Ligand binding; Hemoglobin (Friedman, J.M. (37) 43) 

RNA pdymemse interaction 
Transcription cycle; Thermodynamics; Sigma factor; Protein, 
NuA; Transcription regulation (Gill, SC. (37) 239) 

salt bridge 
Helix formation; Side-chain interaction (Fairman, R. (37) 107) 

!&If-amatltbly 
Hemoglobin; Oxygen hiiding; Adair constant; Linkage; Co- 
operativity (Johnson, M.L. (37) 231) 

Self-modulation 
Cellular oscillation; Morphology; Redox state; Power spec- 
trum; Periodogram; Burst-like characteristics (Visser, G. (37) 
383) 

SMechaininterrction 
Helix formation; Salt bridge (Fairman, R. (37) 107) 

sigma factor 
Transcription cycle; RNA polymerase interaction; Thermody- 
namics; Protein, NuA; Transcription regulation (Gill, S.C. (37) 
239) 

Sii vahsa &cmnPusition 
Hemoglobin A,; Oxygen binding; Optical absorption; Equi- 
librium constant (Ownby, D.W. (37) 395) 

Siteqecifii amino add substitution 
Allosteric enzyme (Newell, J.O. (37) 183) 

salvation 
Binding model; Structure stabilization (Schellman, J.A. (37) 
121) 

steady stab? 
Ca2+ transport; Plmsphorylase b; Pseudoequilibrium; Coop- 
erativity; Binding model (Bucci, E. (37) 61) 

StNetsRa stabRkatfon 
Solvation; Binding model (Schellman, J.A. (37) 121) 

subuoit ssaembiy 

Hemoglobin; Ligand binding; Free energy (Ackers, G.K. (37) 
371) 

Sulnmit interaetiort 
Hemoglobin: Cooperativity; Ligand binding (Chiancone, E. 
(37) 287) 

Suicide sub&rate 
Enzyme kinetic model; Approximate solution technique; En- 
zyme targeting (Burke, M.A. (37) 81) 

Hemoglobin; Curie’s principle; Aflosteric model (Debru, C. 
(37) 15) 

Temperahtra effect 
Hemoglobin; Thermodynamics; Oxygen biiding; Cold adapta- 
tion: (Reindeer) (Giardina, B. (37) 281) 

Tltemlaiynalnics 
Aspartate transcarbatttylasc; DSC; Denaturation (Bmz, D.S. 

(37) 31) 

Transcription cycle; RNA polymerase interaction; Sigma fac- 
tor; Protein, NuA, Transcription regulation (Gill, SC. (37) 
239) 

Hemoglobin; Oxygen binding; Temperature effect; Cold adap- 
tation; (Reindeer) (Giardina, B. (37) 281) 

Ttypsinogen; Trypsin, fl-; Enzyme activation; Enzyme inhibi- 
tor; Isoleucyl-L-valine activating dipeptide, N-U-L-; (Bovine 
pancreas) (Coletta, M. (37) 355) 

Tnlnscription cycle 
RNA polymerase interaction; Thermodynamics; Sigma factor; 
Protein, NuA; Transcription regulation (Gill, SC. (37) 239) 

Tnm!&Pt&n regulation 
Transcription cycle; RNA polymerase interaction; Thermody- 
namics; Sigma factor; Protein, NuA (Gill, SC. (37) 239) 

Trhnethylpho+ina binding 
Mixed-metal hybrid; Hemoglobin (Bondon, A. (37) 407) 

Ttiply liganded species 
Hemoglobin; Oxygen binding; Adair equation (Myers, D. (37) 
323) 

Trypsin, 8- 
Trypsinogen; Enzyme activation; Enzyme inhibitor; Isoleucyl- 
L-valine activating dipeptide, N-U-L-; Thermodynamics; 
(Bovine pancreas) (Coletta, M. (37) 355) 

Trypoinqpn 
Trypsin, 18; Enzyme activation: Enzyme inhibitor; Isoleucyl- 
L-valine activating dipeptide, N-U-L-; Thermodynamics; 
(Bovine pancreas) (Coletta, M. (37) 355) 

TltMelii 
Proton: Hydration (Careri, G. (37) 165) 

Two-srata Inodal 
Hemoglobin; Oxygen equilibrium; Allosteric protein (Marden, 
M.C. (37) 363) 


